
 

 

 

A single nucleotide polymorphism within casp1 is not a genetc 
factor for rheumatoid arthritis development.  
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INTRODUCTION: Rheumatoid Arthritis (RA) is a chronic autoimmune disease, 
characterized by synovial inflammation, mediated by proinflammatory cytokines, 
leading to irreversible joint damage. The protein caspase1, encoded by CASP1 
gene has a central role in activation of proinflammatory cytokines that are  
exarcebate in RA. These interleukins contribute to synovitis, cartilage destruction 
and leukocyte recruitment in RA patients. Single Nucleotide Polymorphisms 
(SNPs) within CASP1 gene can alter the expression or function of caspase1. 
OBJECTIVE: In this context, it is important to assess if polymorphisms in the 
CASP1 may contribute to the development or clinical features of RA. 
METHODOLOGY: Genotyping was performed using the Taqman® probes 
C___3245994_10 for the SNP rs572687 [A>G], using Real Time PCR 7500 
(Applied Biosystems). A total of 128 RA Brazilian patients were recruited at the 
Division of Rheumatology of Clinical Hospital, Federal University of Pernambuco, 
and 150 healthy individuals matched for age with RA patients and coming from the 
same geographical area, without previous familial history of autoimmune 
disorders, were also enrolled as controls. Fisher’s Exact Test was used to 
evaluate the association between the polymorphisms and the development of RA 
(considering p.value<0,05). All statistical analyses were performed with RStudio 
software.  RESULTS: No significant diferences were found by comparing allelic 
and genotype frequencies between RA patients and controls for the SNP studied 
(p.value > 0,05) CONCLUSION: The SNP rs572687 [A>G] in CASP1 is not 
associated with RA development or clinical features. Thus, it is necessary evaluate 
another SNPs in CAPS1 as evaluate its possible association in another 
populations. 
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