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The arbovirus Mayaro (MAYV), found in regions closed to forests and rural 
areas of South America, is a member of the family Togaviridae, genus Alphavirus. 
The mosquito Haemagogus spp. is the main vector of MAYV which has also been 
isolated from mosquitoes of the genus Aedes spp., indicating a potential risk of 
MAYV urban transmission by Ae. aegypti Symptoms of MAYV fever are similar to 
other febrile diseases, making an accurate diagnosis, difficult. MAYV 11.7 kb 
genome is divided in: non-structural domain containing the genes encoding the 
nonstructural proteins (nsP1-4); and structural domain encoding structural proteins. 
Among the non-structural proteins, viral proteases may be immunogenic besides 
being excellent therapeutic targets. Genome comparative studies of Alphavirus 
indicate that the MAYV nsP2 protein has diverse enzymatic activities including a 
cysteine protease activity in its C-terminal region. Thus, with the objective to obtain a 
specific diagnostic method for MAYV, using a recombinant expression system in 
insect cells which insert a histidine tail in the protein C-terminal portion, a 
construction of three MAYV nsP2 recombinant baculoviruses was performed to 
express the complete protein (nsP2FL), the C-terminal cysteine protease domain 
(Pro38), and the N-terminal (NT51) domain. The expression of each nsP2 construction 
was performed on High Five™ insect cells and the results were analyzed by SDS-
PAGE and Western blotting. Only the nsP2 NT51 construction was detected in the 
cellular fraction of High Five™ cultures by Western blotting. nsP2FL and Pro38 RNA 
expression was confirmed by RT/PCR, suggesting proteolysis of the C-terminal 
portion of the protein, resulting in histidine tail elimination. This hypothesis was 
confirmed by expression of nsP2FL e Pro38, proteins in High Five™ cells infected with 
recombinant baculoviruses for nsP2FL and Pro38 with histidine tail at the N-terminal 
portion.  
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